Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.029; wR factor = 0.079; data-to-parameter ratio = 13.5.
In the monomeric title complex, [Cd(C 2 O 4 )(CH 3 N 5 ) 2 (H 2 O) 2 ], the Cd II ion exhibits a distorted octahedral coordination geometry, with the equatorial plane defined by two O atoms from an oxalate ligand and two N atoms from two 5-amino-1H-tetrazole ligands; the axial sites are occupied by two water molecules, with longer Cd-O bond lengths. An intramolecular N-HÁ Á ÁO hydrogen bond occurs. In the crystal, N-HÁ Á ÁO as well as O-HÁ Á ÁO and O-HÁ Á ÁN hydrogen bonds (some of which are bifurcated) link the complex molecules into a three-dimensional network. Table 1 Selected bond lengths (Å ).
Related literature
Table 2 Hydrogen-bond geometry (Å , ). 
Data collection: CrystalClear (Rigaku, 2002 ); cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. et al., 2010; Yu et al., 2010; He et al., 2006; Wei et al., 2010) . Oxalate (ox), on the other hand, is quite unique due to its function as a bis-bidentate ligand, and a number of its coordination compounds have been obtained, with rigid framework structures. So we attempted to use 5-amino-tetrazole and oxalate ions as mixed ligands to construct new frameworks (Wang et al., 2010; Zhai et al., 2007; García-Couceiro et al., 2005; Prasad et al., 2002) . Herein we report on a new cadmium-atz-ox complex.
The title complex comprises one Cd II ion, two atz ligands, one oxalate ligand and two aqua ligands (Fig. 1) . The Cd II center adopts an octahedral coordination geometry that is formed by two nitrogen atoms from two atz ligands, two oxygen atoms from the oxalate ligand, and two aqua ligands. The observed Cd-O and Cd-N bond distances and bond angles reveal usual values (Table 1 ). There are abundant hydrogen bonds in the crystal structure. Complex molecules pack into a three-dimensional supramolecular structure, via hydrogen bonding interactions ( Fig. 2 and Table 2 ).
Experimental
The title compound was prepared by reaction of 5-amino-tetrazole (0.0425 g, 0.5 mmol), oxalate salt (0.0450 g, 0.5 mmol) and 3CdSO 4 .8H 2 O (0.128 g, 0.167 mmol) in water (5 mL). The pH of the mixture was carefully adjusted to 3.50.
The solution was stirred for 8 h at 298 K, then filtered, and evaporated in air. Colorless crystals were obtained after 3 weeks.
Refinement
H atoms bonded to N atoms were refined in idealized positions using the riding-model approximation, with N-H distances of 0.86 Å and U iso (H) =1.2U eq (N). H atoms bonded to O atoms were located in difference maps and treated as riding atoms, with a DFIX restraint for bond lengths: O-H = 0.84 (1) Å.
Computing details
Data collection: CrystalClear (Rigaku, 2002 ); cell refinement: CrystalClear (Rigaku, 2002) ; data reduction: CrystalClear 
Figure 2
Three-dimensional architecture constructed by hydrogen bonding interactions (dashed lines). 
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